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P.Del Vecchio, G.Graziano, V.Granata, T.Farias, G.Barone, L.Mandrich, M.Rossi,
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Solvation thermodynamics of water in nonpolar organic solvents indicate
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S-adenosylhomocysteine hydrolase from the archaeon Pyrococcus furiosus:
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PROTEINS: Structure, Function, and Bioinformatics, 58 (2005) 815-825;

Comment on “Entropy/enthalpy compensation: hydrophobic effect, micelles and
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Phys.Chem.Chem.Phys., 7 (2005) 1322-1323;

On the intactness of hydrogen bonds around nonpolar solutes dissolved
in water.

G.Graziano, B.Lee
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On the thermal stability of the two dimeric forms of ribonuclease A.
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On the hydration heat capacity change of benzene.
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Entropy convergence in the hydration thermodynamics of n-alcohols.
G.Graziano
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Comment on “Hydrophobic effects on partial molar volume” J.Chem.Phys.
122, 094509 (2005).

G.Graziano

J.Chem.Phys., 123 (2005) 167103;

Chemical denaturation of the elongation factor 1a isolated from the
hyperthermophilic archaeon Sulfolobus solfataricus.

V.Granata, G.Graziano, A.Ruggiero, G.Raimo, M.Masullo, P.Arcari,
L.Vitagliano, A.Zagari

Biochemistry, 45 (2006) 719-726;

Temperature-induced denaturation of Aes acetyl-esterase from Escherichia coli.
P.Del Vecchio, G.Graziano, G.Barone, L.Mandrich, M.Rossi, G.Manco
Thermochimica Acta, 441 (2006) 144-149;

Partial molar volume of n-alcohols at infinite dilution in water calculated
by means of scaled particle theory.

G.Grazgiano

J.Chem.Phys., 124 (2006) 134507,

Scaled particle theory study of the lengthscale dependence of cavity
thermodynamics in different liquids.

G.Graziano

J.Phys.Chem.B, 110 (2006) 11421-11426;

Comment on “Phenomenological similarities between protein denaturation and
small molecule dissolution: insights into the mechanism driving the thermal
resistance of globular proteins” PROTEINS 54:323-332 (2004).

G.Graziano

PROTEINS: Structure, Function, and Bioinformatics, 64 (2006) 789-791;

Comment on “Global thermodynamics of hydrophobic cavitation, dewetting,
and hydration” J.Chem.Phys. 123, 184504 (2005).

G.Graziano

J.Chem.Phys., 125 (2006) 037101;

Benzene solubility in water: a reassessment.
G.Graziano
Chem.Phys.Lett., 429 (2006) 114-118;

Non-intrinsic contribution to the partial molar volume of cavities in water.
G.Graziano
Chem.Phys.Lett., 429 (2006) 420-424;

Cavity contact correlation function of water from scaled particle theory.
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Chem.Phys.Lett., 432 (2006) 84-87,;
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Cavity size distribution in the interior of globular proteins.
G.Graziano
Chem.Phys.Lett., 434 (2007) 316-319;

Role of the N-terminal region for the conformational stability of esterase 2
from Alicyclobacillus acidocaldarius.

F.Foglia, L.Mandrich, M.Pezzullo, G.Graziano, G.Barone, M.Rossi, G.Manco,
P.Del Vecchio

Biophys.Chem., 127 (2007) 113-122;

A purely geometric derivation of the scaled particle theory formula
for the work of cavity creation in a liquid.

G.Graziano

Chem.Phys.Lett., 440 (2007) 221-223;

Cavity thermodynamics and surface tension of water.

G. Graziano
Chem.Phys.Lett., 442 (2007) 307-310;

Cavity thermodynamics in the Gaussian model of particle density fluctuations.

G. Graziano
Chem.Phys.Lett., 446 (2007) 313-316;

Solvation thermodynamics of methane and ethane in dimethyl
sulfoxide and acetone versus water.

G. Graziano
Chem.Phys.Lett., 449 (2007) 120-125;

Conformational stability and DNA binding energetics of the rat
thyroid transcription factor 1 homeodomain.

P.Del Vecchio, P.Carullo, G.Barone, B.Pagano, G. Graziano, A.lannetti,
R.Acquaviva, A.Leonardi, S.Formisano

PROTEINS: Structure, Function, and Bioinformatics, 70 (2008) 748-760;

On the cooperativity of the thermal denaturation of mini-proteins.
F.Catanzano, G.Graziano
J.Thermal Analysis and Calorimetry, 91 (2008) 57-60;

Domains in bovine seminal ribonuclease.
F.Catanzano, G.Graziano
J.Thermal Analysis and Calorimetry, 91 (2008) 61-66;

Water’s surface tension and cavity thermodynamics.
G.Graziano
J.Thermal Analysis and Calorimetry, 91 (2008) 73-77,

Hydrophobicity in modified water models.
G.Graziano
Chem.Phys.Lett., 452 (2008) 259-263;
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Stability against temperature of Sulfolobus solfataricus elongation factor 1a.,
a multi-domain protein.

V.Granata, G.Graziano, A .Ruggiero, G.Raimo, M.Masullo, P.Arcari,
L.Vitagliano, A.Zagari

BBA-Proteins and Proteomics, 1784 (2008) 573-581;

Hard sphere study of condensation entropy.
G.Graziano
Chem.Phys.Lett., 459 (2008) 105-108;

Is there a relationship between protein thermal stability and the denaturation
heat capacity change?

G.Graziano

J.Thermal Analysis and Calorimetry, 93 (2008) 429-438;

On the superhydrophobicity of tetrafluoromethane.
G.Graziano
Chem.Phys.Lett., 460 (2008) 470-473;

Salting out of methane by sodium chloride: a scaled particle theory study.

G. Graziano
J.Chem.Phys., 129 (2008) 084506;

On the cold denaturation of globular proteins.
E.Ascolese, G.Graziano
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On the salting out of benzene by alkali chlorides.

G.Graziano
J.Chem.Eng.Data, 54 (2009) 464-467;

Structural determinants of the high thermal stability of SsoPox from the
hyperthermophilic archaeon Sulfolobus solfataricus.

P.Del Vecchio, M.Elias, L.Merone, G. Graziano, J.Dupuy, L.Mandrich, P.Carullo,
B.Fournier, D.Rochu, M.Rossi, P.Masson, E.Chabriere, G.Manco

Extremophiles, 13 (2009) 461-470;

Dimerization thermodynamics of large hydrophobic plates: a scaled
particle theory study.

G.Graziano

J.Phys.Chem.B, 113 (2009) 11232-11239;

Hydration entropy of polar, nonpolar and charged species.

G. Graziano
Chem.Phys.Lett., 479 (2009) 56-59;

Role of hydrophobic effect in the salt-induced dimerization of bovine
B-lactoglobulin at pH 3.

G.Graziano

Biopolymers, 91 (2009) 1182-1188;
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G128.
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Conformational stability of esterase enzymes from different sources.
P.Del Vecchio, G.Graziano, G.Barone
Protein Pept.Lett., 16 (2009) 1201-1206;

Role of salts on the strength of pairwise hydrophobic interaction.
G.Graziano
Chem.Phys.Lett., 483 (2009) 67-71;

On the partitioning of benzene between water and n-alkanes.

G. Graziano
Chem.Phys.Lett., 486 (2010) 44-47;

Cold denaturation in the Schellman-Brandts model of globular proteins.
A.Riccio, E.Ascolese, G.Graziano
Chem.Phys.Lett., 486 (2010) 65-69;

Dimerisation and structural integrity of Heparin Binding Hemagglutinin A
from M. tuberculosis: implications for bacterial agglutination.

C.Esposito, P.Carullo, E.Pedone, G. Graziano, P.Del Vecchio, R.Berisio

FEBS Letters, 584 (2010) 1091-1096;

A novel germline mutation in Peroxisome Proliferator-Activated Receptor

gamma gene associated with large intestine polyp formation and dyslipidemia.

D.Capaccio, A.Ciccodicola, L.Sabatino, A.Casamassimi, M.Pancione, A.Fucci,
A.Febbraro, A .Merlino, G.Graziano, V.Colantuoni
BBA-Molecular Basis of Disease, 1802 (2010) 572-581;

Hydrophobic interaction of two large plates: an analysis of salting-in/
salting-out effects.

G.Graziano

Chem.Phys.Lett., 491 (2010) 54-58;

Comment on “The hydrophobic effect and its role in cold denaturation”
Cryobiology 60 (2010) 91-99.

G.Graziano

Cryobiology, 60 (2010) 354-355;

Significance of the Tolman length at a molecular level.
G.Graziano
Chem.Phys.Lett., 497 (2010) 33-36;

On the pairwise hydrophobic interaction of fullerene.
G.Graziano
Chem.Phys.Lett., 499 (2010) 79-82;

On the molecular origin of cold denaturation of globular proteins.
G.Graziano
Phys.Chem.Chem.Phys., 12 (2010) 14245-14252;
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G136.
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G138.
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Role of solvent accessible surface area in the conformational equilibrium
of n-butane in liquids.

A.Riccio, G.Graziano

Chem.Phys.Lett., 502 (2011) 180-183;

Solvation and pairwise association in a 2D fluid.
G.Graziano
J.Thermal Analysis and Calorimetry, 103 (2011) 1125-1130;

On the salting in effect of tetra-alkylammonium bromides.

G. Graziano
Chem.Phys.Lett., 505 (2011) 26-30;

Cold unfolding of B-hairpins: a molecular-level rationalization.
A Riccio, G.Graziano
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Contrasting the denaturing effect of guanidinium chloride with the stabilizing
effect of guanidinium sulfate.

G. Graziano
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On the solubility of long n-alkanes in water at room temperature.

G.Graziano
Chem.Phys.Lett., 511 (2011) 262-265;

How does trimethylamine /V-oxide counteract the denaturing activity of urea?

G.Graziano
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Molecular dynamics study of the conformational stability of esterase 2
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B.Pagano, P.Del Vecchio, C.A.Mattia, G.Graziano

Int.J.Biol.Macromol., 49 (2011) 1072-1077;

How does sucrose stabilize the native state of globular proteins?
G.Graziano
Int.J.Biol.Macromol., 50 (2012) 230-235;

On the effect of low concentrations of alcohols on the conformational
stability of globular proteins.

G.Grazgiano

Phys.Chem.Chem.Phys., 14 (2012) 2769-2773;

Exploring the unfolding mechanism of y-glutamyltranspeptidases: the case of
the thermophilic enzyme from Geobacillus thermodenitrificans.

A.Pica, I.LRusso Krauss, I.Castellano, M.Rossi, F.La Cara, G.Graziano,

F.Sica, A .Merlino
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Molecular driving forces of the pocket-ligand hydrophobic association.

G. Graziano
Chem.Phys.Lett., 533 (2012) 95-99;

On the effect of trimethylamine N-oxide on the conformational equilibrium
of the chaperone Hsp90.

G.Graziano

Chem.Phys.Lett., 546 (2012) 141-143;

A rationale for the contrasting activity towards globular proteins of
tert-butyl alcohol and trimethylamine NV-oxide.

G. Graziano
Phys.Chem.Chem.Phys., 14 (2012) 13088-13094;

Effect of NaCl on the conformational stability of the thermophilic y-glutamyl-
transpeptidase from Geobacillus thermodenitrificans: implication for globular
protein halotolerance.

A.Pica, I.LRusso Krauss, I.Castellano, F.La Cara, G.Graziano, F.Sica, A.Merlino
BBA-Proteins and Proteomics, 1834 (2013) 149-157;

Reply to the Comment by Setny, Baron and McCammon on the article
“Molecular driving forces of the pocket-ligand hydrophobic association”,
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G.Graziano

Chem.Phys.Lett., 555 (2013) 310-311;

On the ability of trehalose to offset the denaturing activity of urea.
G.Graziano
Chem.Phys.Lett., 556 (2013) 292-296;

On the magnitude of border thickness in the partial molar volume of cavities
in water.

G.Graziano

Chem.Phys.Lett., 570 (2013) 46-49;

On the signature of the hydrophobic effect at a single molecule level.

G. Graziano
Phys.Chem.Chem.Phys., 15 (2013) 7389-7395;

A view on the dogma of hydrophobic imperialism in protein folding.
G.Graziano
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A theoretical study on the spectral and electrochemical properties of ferrocene
in different solvents.

G.Cattenacci, M.Aschi, G.Graziano, A.Amadei

Inorg.Chim.Acta, 407 (2013) 82-90;
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Comment on “The application of the thermodynamic perturbation theory to
study the hydrophobic hydration” J.Chem.Phys. 139, 024101 (2013).
G.Graziano

J.Chem.Phys., 139 (2013) 127101;

Thermal and chemical stability of two homologous POZ/BTB domains of KCTD

proteins characterized by different oligomeric organization.

L.Pirone, C.Esposito, S.Correale, G. Graziano, S.Di Gaetano, L.Vitagliano, E.Pedone

BioMed Res.Int., 2013, article ID 162674;

Mechanism of 3D domain swapping in bovine seminal ribonuclease.
R.Spadaccini, C.Ercole, G.Graziano, R.Wechselberger, R.Boelens, D.Picone
FEBS Journal, 281 (2014) 842-850;

Why do tetrapropylammonium chloride and sulphate salts destabilize the
native state of globular proteins?

G.Graziano
The Scientific World Journal, 2014, article ID 870106;

Comment on “Water’s Structure around Hydrophobic Solutes and the
Iceberg Model”.

G.Graziano

J.Phys.Chem.B, 118 (2014) 2598-2599;

Hydrostatic pressure effect on hydrophobic hydration and pairwise
hydrophobic interaction of methane.

G. Graziano
J.Chem.Phys., 140 (2014) 094503;

Molecular bases of protein halotolerance.
G.Graziano, A Merlino
BBA-Proteins and Proteomics, 1844 (2014) 850-858;

An alternative explanation for the collapse of unfolded proteins in an aqueous
mixture of urea and guanidinium chloride.

G. Graziano
Chem.Phys.Lett., 612 (2014) 313-317;

On the mechanism of cold denaturation.

G. Graziano
Phys.Chem.Chem.Phys., 16 (2014) 21755-21767,

Pairwise association of neopentane as a function of hydrostatic pressure.

G. Graziano
Chem.Phys.Lett., 616-617 (2014) 44-48;

On the effect of sodium chloride and sodium sulfate on cold denaturation.
A. Pica, G.Graziano
Plos One, 10 (2015) e0133550;
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The Gibbs energy cost of cavity creation depends on geometry.
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J.Mol.Liq., 211 (2015) 1047-1051;

On the effect of hydrostatic pressure on the conformational stability of
globular proteins.

G.Graziano

Biopolymers, 103 (2015) 711-718;

On the effect of sodium salts on the coil-to-globule transition of
poly(/NV-isopropylacrylamide).

A.Pica, G.Graziano

Phys.Chem.Chem.Phys., 17 (2015) 27750-27757,

Temperature dependence of the pairwise association of hard spheres in water.
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J.Phys.Soc.Jpn., 85 (2016) 024801,

Shedding light on the hydrophobicity puzzle.
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Proline 235 plays a key role in the regulation of the oligomeric states of
Thermotoga maritima arginine binding protein.
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Shedding light on the extra thermal stability of thermophilic proteins.
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A driving force for polypeptide and protein collapse.
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Probability of cavity formation in water and corresponding Lennard-Jones liquid.
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On the solubility of oxygen and xenon in n-hexane and n-perfluorohexane
at room temperature.
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Comment on “Relating side chain organization of PNIPAM with its conformation
in aqueous methanol” Soft Matter, 2016, 12, 7995.

A.Pica, G.Graziano

Soft Matter, 13 (2017) 7698-7700;

Hydrostatic pressure effect on PNIPAM cononsolvency in water-methanol
solutions.

A.Pica, G.Graziano
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Comment on “Thermal compaction of the intrinsically disordered protein tau:
entropic, structural, and hydrophobic factors”, Phys.Chem.Chem.Phys., 2017, 19,
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G.Graziano
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Comment on “On the positional and orientational order of water and methanol
around indole: a study on the microscopic origin of solubility” Phys.Chem.Chem.
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On the cononsolvency behaviour of hydrophobic clusters in water-methanol
solutions.

A.Pica, G.Graziano

Phys.Chem.Chem.Phys., 20 (2018) 7230-7235;

Effect of heavy water on the conformational stability of globular proteins.
A.Pica, G.Graziano
Biopolymers, 109 (2018) €23076;

On the counteraction ability of TMAO towards different denaturing agents.
M.Vigorita, S.Cozzolino, R.Oliva, G.Graziano, P.Del Vecchio
Biopolymers, 109 (2018) €23104;

19



G183.

G184.

GI185.

G18e6.

G187.

G188.

G189.

G190.

GI9l.

G192.

On the ability of classic scaled particle theory to reproduce the cavity contact
correlation function of water over a large hydrostatic pressure range.

A.Pica, G.Graziano

J.Mol.Liq., 263 (2018) 243-246;

Water and cold denaturation of small globular proteins.
A.Grimaldi, G.Graziano
J.Mol.Liq., 264 (2018) 579-584;

Domain communication in Thermotoga maritima Arginine Binding Protein
unraveled through protein dissection.

G.Smaldone, N.Balasco, M.Vigorita, A.Ruggiero, S.Cozzolino, R.Berisio,
P.Del Vecchio, G.Graziano, L. Vitagliano

Int.J.Biol.Macromol., 119 (2018) 758-769;

A reassessment of entropy convergence in solvation thermodynamics.
A.Grimaldi, G.Graziano
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Counteraction of denaturant-induced protein unfolding is a general property
of stabilizing agents.
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On the opposite effect of guanidinium chloride and guanidinium sulphate on
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Why does urea have a different effect on the collapse temperature of PDEAM
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A.Pica, G.Graziano
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The characterization of Thermotoga maritima Arginine Binding Protein variants
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Contrasting the hydration thermodynamics of methane and methanol.
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Effect of sodium thiocyanate and sodium perchlorate on
poly(N-isopropylacrylamide) collapse.
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Shape effect on non-covalent dimer stability using classic scaled particle theory.
G.Graziano
Chem.Phys.Lett., 743 (2020) 137176;

Hydrophobic hydration and pairwise hydrophobic interaction of Lennard-Jones
and Mie particles in different water models.
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Phys.Chem.Chem.Phys., 22 (2020) 4758-4771;

On the extraordinary pressure stability of the Thermotoga maritima arginine
binding protein and its folded fragments — a high-pressure FTIR spectroscopy
study.

M.Jaworek, A.Ruggiero, G.Graziano, R.Winter, L.Vitagliano
Phys.Chem.Chem.Phys., 22 (2020) 11244-11248;

Why small proteins tend to have high denaturation temperatures.
G.Graziano
Phys.Chem.Chem.Phys., 22 (2020) 16258-16266;

Guanidinium binding to proteins: the intriguing effects on the D1 and D2
domains of Thermotoga maritima Arginine Binding Protein and a comprehensive
analysis of the Protein Data Bank.

S.Cozzolino, N.Balasco, M.Vigorita, A.Ruggiero, G.Smaldone, P.Del Vecchio,
L.Vitagliano, G. Graziano

Int.J.Biol.Macromol., 163 (2020) 375-385;

Is water a good solvent for the denatured state of globular proteins?
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Chem.Phys.Lett., 759 (2020) 137949;

Can the roles of polar and non-polar moieties be reversed in non-polar solvents?
C.J.Dongmo Foumthuim, M.Carrer, M.Houvet, T.Skrbic, G.Graziano, A.Giacometti
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Chem.Phys.Lett., 762 (2021) 138160;

The magnitude of macromolecular crowding caused by Dextran and Ficoll
for the conformational stability of globular proteins.
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Comment on “The Gibbs free energy of cavity formation in a diverse set
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General counteraction exerted by sugars against denaturants.
S.Cozzolino, A.Tortorella, P.Del Vecchio, G.Graziano
Life, 11 (2021) 652;

A rationalization of the effect that TMAO, glycine and betaine exert on the
collapse of elastin-like polypeptides.

A.Pica, G.Graziano

Life, 12 (2022) 140;

A simple model of protein cold denaturation.
A Riccio, G.Graziano
Chem.Phys.Lett., 794 (2022) 139504;

A Protein Data Bank survey of multimodal binding of thiocyanate to proteins:
evidence for thiocyanate promiscuity.

A .Paladino, N.Balasco, G.Graziano, L.Vitagliano

Int.J.Biol.Macromol., 208 (2022) 29-36;

Some clues about enzymes from psychrophilic microorganisms.
R.Rapuano, G.Graziano
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A quantum chemical study on the hydration energetics of trimethylamine
N-oxide, its protonated form and zert-butanol.

O.Crescenzi, G.Graziano
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Atomic-level view of the functional transition in vertebrate hemoglobins:
the case of Antarctic fish Hbs.
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J.Chem.Inf.Model., 62 (2022) 3874-3884;

On the molecular driving force of protein-protein association.
R.Rapuano, G.Graziano
Biophysica, 2 (2022) 240-247;

A structure-based mechanism for the denaturing action of urea, guanidinium
ion and thiocyanate ion.

A .Paladino, N.Balasco, L.Vitagliano, G. Graziano
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The action of chemical denaturants: from globular to intrinsically
disordered proteins.

A.Paladino, L.Vitagliano, G.Graziano

Biology, 12 (2023) 754;

Remarks on the hydration entropy of polar and nonpolar species.
A.Bologna, G.Graziano
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The relevance of cavity creation for several phenomena occurring in water.
G.Graziano
Liquids, 3 (2023) 57-65;

Entropy-driven polymer collapse on increasing the temperature: the case
of poly(N-vinylcaprolactam).

G.Graziano

J.Mol.Liq., 400 (2024) 1245009;

Structural Order in the Hydration Shell of Nonpolar Groups versus that
in Bulk Water.

G.Graziano

Chem.Phys.Chem., 25 (2024) ¢202400102;

The interaction of thiocyanate with peptides — a computational study.
O.Crescenzi, G.Graziano
J.Comput.Chem., 45 (2024) 2214-2231;

Molecular-scale liquid density fluctuations and cavity thermodynamics.
A.Tortorella, G.Graziano
Entropy, 26 (2024) 620;

Destabilization of the D2 domain of Thermotoga maritima Arginine Binding
Protein induced by guanidinium thiocyanate and its counteraction by stabilizing
agents.

G.Izzi, A.Paladino, R.Oliva, G.Barra, A.Ruggiero, P.Del Vecchio, L.Vitagliano,
G.Graziano

Protein Science, 33 (2024) e5146;

A van der Waals model of solvation thermodynamics.
A.Tortorella, G.Graziano
Entropy, 26 (2024) 714;

On the stabilizing effect of aspartate and glutamate and its counteraction by
common denaturants.

G.Izzi, M.Campanile, P.Del Vecchio, G. Graziano

Int.J.Mol.Sci., 25 (2024) 9360;

Is water the engine of protein folding?
M.Campanile, G.Graziano
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Remarks on life feasibility on the Red Planet.
F.Mancini, G.Graziano
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On enthalpy-entropy compensation characterizing processes in aqueous solution.
F.Mancini, G.Graziano
Entropy, 27 (2025) 716;
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10.

11.

12.

List of the lectures delivered in International Congresses in the last ten years

. Invited lecture at the 8" International Conference on High Pressure Bioscience and

Biotechnology, Nantes, July 15-18, 2014; title: A rationalization of the effect of
hydrostatic pressure on the conformational stability of globular proteins.

Lecture at the Conference 40+ Years of Protein Structure Analysis, NCI, NIH,
Bethesda, Maryland, November 7, 2014 (for the retirement of BK Lee); title: On the
conformational stability of globular proteins.

. Invited Plenary Lecture at the 34" International TUPAC Congress of Solution

Chemistry, Prague, August 29 — September 3, 2015; title: Shedding light on the
hydrophobicity puzzle.

Invited Stratingh Lecture at the Stratingh Institute, Department of Chemistry of the
University of Groningen, September 15, 2015; title: A molecular mechanism for the
hydrophobic effect.

Lecture at the 4™ Workshop “Physics of biomolecules: structure, dynamics, and
function”, held in Bressanone, February 3-6, 2016; title: Effect of sodium salts on the
coil-to-globule transition of PNIPAM.

Invited lecture at the 9" International Conference on High Pressure Bioscience and
Biotechnology, Toronto, July 25-29, 2016; title: Pressure effect on PNIPAM
cononsolvency in water-methanol solutions.

Lecture at the XLIV Congress of the Italian Physical Chemistry Division, Naples,
September 20-23, 2016; title: An explanation of the cononsolvency of PNIPAM in
water-methanol solutions.

Invited lecture at the 4™ Congress on Frontiers in Water Biophysics held in Erice, May
23-27, 2017; title: Conformational stability of globular proteins in water as a function
of temperature.

Lecture at the XLVII Congress of the Italian Physical Chemistry Division, Rome, July
1-4, 2019; title: Counteraction of denaturant-induced protein unfolding is a general
property of stabilizing agents.

Invited lecture at the 5™ Congress on Frontiers in Water Biophysics held in Erice, July
21-26, 2019; title: PNIPAM cononsolvency in water-methanol solutions.

Invited lecture at the RESOLV Congress “Solvation Science meets High Pressure
Bioscience”, held in Dortmund, September 30-October 3, 2019; title: Hydrostatic
pressure effect on hydrophobic hydration and pairwise hydrophobic interaction of
methane.

Lecture at the XLVIII Congress of the Italian Physical Chemistry Division, Genova,
July 4-7, 2022; title: Why small proteins tend to have high denaturation temperatures.

24



13. Invited lecture at the 6™ Congress on Frontiers in Water Biophysics held in Erice, May
19-24, 2023; title: Remarks on the hydration entropy of polar, nonpolar and charged
species.

14. Key-note lecture at the XLIX Congress of the Italian Physical Chemistry Division,
Turin, September 4-7, 2023; title: Hydrophobic hydration and pairwise hydrophobic
interaction of Lennard-Jones and Mie particles in different water models.

15. Key-note lecture at the IV Water X International Congress, La Maddalena - Sardinia,
May 25-30, 2024; title: Water’s role in the temperature-induced collapse of smart
polymers.

16. Lecture at the S0™ Congress of the Italian Physical Chemistry Division, Pisa, June 29
— July 3, 2025; title: On the temperature-induced collapse of smart polymers in

aqueous solutions.
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